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MONDAY MORNING ORAL SESSIONS, MAY 29 
8:00 – 8:45 am:  PLENARY LECTURE 
Lisa Randall, Harvard University 
Warped Passages: 
Unraveling the Mysteries of the Universe's Hidden Dimensions
8:45 – 10:15am:  POSTER SESSION AND EXHIBITS 
10:15 am – 12:15 pm:  PARALLEL SESSIONS 
ENDOGENOUS METABOLITE PROFILING 
Mark Sanders, presiding 
MOA am 10:15 Comprehensive Dynamics of the E. coli 
Metabolome; Joshua D. Rabinowitz1; Jie Yuan1;
Elizabeth Kimball1; Sunil Bajad1; Matthew Brauer1;
Wenyun Lu1; 1Princeton University, Princeton, NJ
MOA am 10:35 Validating Endogenous Biochemical Molecules To 
Be Used for Biomarker Discovery; Lily Li1; Amy  
Deik1; Kojo  Abdul-Hadi1; David  Ho1; Yulin  Huang 
1; Keith Ohm1; 1PharmaKD Inc., Woburn, MA
MOA am 10:55 Investigation of a Potential Marker for 
Phospholipidosis: Normalization Strategies for 
Metabonomic Analysis of Urine Samples; Bethanne 
M. Warrack1; Serhiy Hnatyshyn1; Petia Shipkova2;
Haiying Zhang1; Mark Sanders1; 1Bristol-Myers 
Squibb, Princeton, NJ; 2Bristol-Myers  Squibb, 
Hopewell, NJ
MOA am 11:15 Development and Validation of a Protein 
Precipitation LC-MS Method for the Metabonomic 
Analysis of Rat Plasma; Mark Jairaj1; K.Magnus 
Åberg1; Henrik Toft Pedersen2; Dorrit Baunsgaard2;
1Novo Nordisk A/S, MolPAGE, Måløv, Denmark; 
2Novo Nordisk A/S, Protein Structure and Biophysics, 
Måløv, Denmark
MOA am 11:35 Integration of UPLC-MS with Other Analytical 
Methods by Correlation of Data Sets; Derek J. 
Crockford1; Jeremy K. Nicholson1; 1Imperial College, 
London, United Kingdom
MOA am 11:55 Integrated Approach for Structural Profiling of 
Endogenous Metabolites; Robert Mistrik1; Juraj 
Lutisan1; Milos Suchy1; 1HighChem, Bratislava, 
Slovakia
PEPTIDES AND PROTEINS AS BIOMARKERS 
H. Robert Bergen, presiding 
MOB am 10:15 Novel Approach to Identify Low Abundance 
Biomarkers in Serum; Hoo-Keun Lee1; Paola 
Picotti1; Bruno Domon1; Ruedi Aebersold1; 1IMSB 
ETH Zurich, Zurich, Swizerland
MOB am 10:35 Quantitative Proteomic Analysis of Brain Striata 
from Neurotoxin-Induced Mouse Models of 
Parkinson’s Disease; Wei-Jun Qian1; Haixing  
Wang1; Mark H. Chin2; Vladislav A. Petyuk1; Dave J. 
Anderson 1; David G.  Camp1; Desmond J. Smith2;
Richard D. Smith2; 1Pacific Northwest National 
Laboratory, Richland, WA; 2UCLA School of 
Medicine, Los Angeles, CA
MOB am 10:55 Development of a Method for Quantification of 
HER-2 in Formalin-Fixed Paraffin Embedded 
Breast Cancer Tissue and Serum; Timothy D. 
Veenstra1; Brian L. Hood1; David B. Krizman2;
Marlene M. Darfler2; Thomas G. Guiel2; Thomas P. 
Conrads1; 1SAIC-Frederick, Inc., Frederick, MD; 
2Expression Pathology Incorporated, Gaithersburg, 
MD
MOB am 11:15 Discovery and Validation of Glioblastoma 
Multiform Biomarkers Using Microdissected 
Tissue Specimens Coupled with Targeted and MS-
Based Proteomic Studies; Weijie Wang1; Tong 
Guo2; Cheng S. Lee2; Paul A. Rudnick1; Zhengping 
Zhuang3; Robert Weil4; Brian M. Balgley1; 1Calibrant 
Biosystems, Gaithersburg, MD; 2University of 
Maryland, College Park, MD; 3NINDS, Bethesda, 
MD; 4Cleveland Clinic Foundation, Cleveland, OH
MOB am 11:35 False Discovery Rates in Protein Identfication;
Richard C. Jones1; Sheeno  Thyparambil1; Jason T. 
Taylor1; Ricky D. Edmondson1; 1National Center for 
Toxicological Research, Jefferson, AR
MOB am 11:55 Candidate Protein Biomarker Verification in 
Plasma: Improved Limits of Detection and 
Quantitation; Hasmik Keshishian1; Eric Kuhn1;
Michael Burgess1; Terri Addona1; Steven A Carr1;
1Broad Institute of Harvard and MIT, Cambridge, MA
MEMBRANE PROTEINS AND HYDROPHOBIC PEPTIDES 
Christine Wu, presiding 
MOC am 10:15 Membrane Proteomics of Model Organisms and 
Formalin-Fixed and Paraffin-Embedded Tissues 
Using Capillary Isoelectric Focusing-Based 
Multidimensional Separations Coupled with ESI-
Tandem MS; Weijie Wang1; Tong Guo1; Paul A. 
Rudnick2; Brian M. Balgley2; Clive R. Taylor3; Shan-
Rong Shi3; Cheng S. Lee1; 1University of Maryland, 
College Park, MD; 2Calibrant Biosystems, 
Gaithersburg, MD; 3University of Southern 
California, Los Angeles, CA
MOC am 10:35 Increasing Coverage in the Transmembrane 
Domain with Activated Ion Electron-Capture 
Dissociation for Top-Down Mass Spectrometry of 
Integral Membrane Proteins; Julian P.  Whitelegge 
1; Vlad Zabrouskov2; Jennifer Zhang2; Thomas C. 
McClure2; 1University of California, Los Angeles, CA; 
2Thermo Electron Corporation, San Jose, CA
MOC am 10:55 Chemical strategies for the Molecular 
Characterization of Membrane Proteins Using 
Mass Spectrometry; Anna E Speers1; Christine C 
Wu1; 1University of Colorado Health Sciences Center, 
Aurora, CO
MOC am 11:15 Comparison of Multidimensional Separation 
Strategies for Studying Membrane Proteomes;
Hongbin  Liu1; Jim  Martosella1; Nina  Zolotarjova1;
Susanne  Moyer1; Peter  Mrozinski1; Rhonda  Taylor1;
Jerome  Bailey1; 1Agilent Technologies, Inc., 
Wilmington, DE
MOC am 11:35 Quantitative Profiling of the Lipid Raft Proteome 
from Wild-type and Mutant Gag-Expressing Cells;
Josip Blonder1; Akira Ono2; King C. Chan1; David A. 
Lucas1; Haleem J. Issaq1; Thomas P. Conrads1; Eric 
O. Freed3; Timothy D. Veenstra1; 1SAIC-Frederick, 
Inc., Frederick, MD; 2University of Michigan Medical 
School, Ann Arbor, MI; 3National Cancer Institute at 
Frederick, Frederick, MD
MOC am 11:55 Profiling the HeLa Cell Membrane Proteome with 
Novel Compounds, Mass Spectrometry and 
Immunofluorescence; Wei Yi1; Xiaoting Tang1;
Gerhard R. Munske1; Nikola Tolic2; Gordon A 
Anderson2; James E Bruce1; 1Washington State 
University, Pullman, WA; 2Pacific Northwest National 
Laboratory, Richland, WA
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DISTRIBUTING THE FUTURE: 
ENABLING HIGH THROUGHPUT ANALYSIS 
Mark Cole, presiding 
MOD am 10:15 Novel Sample Handling and Introduction 
Technology Decouples Throughput and Carryover 
by Utilizing Autonomous Syringes; Thomas Londo1;
Paul Grippo1; Daniel Bantz1; Paul Horvat1; Frank 
Sylva1; Angela  Tseng1; Maxwell MacLean1; Chuck 
Schelberg1; Eric Willet1; Byron Kieser2; Peter 
Kovarik3; Mauro Aiello3; Thomas Covey3; 1Parker 
Life Sciences, Hollis, NH; 2Applied Biosystems / MDS 
Sciex, Toronto, Canada; 3MDS Sciex, Toronto, 
Canada
MOD am 10:35 Ultra-Rapid Separation and Quantitation of 
Peptides via a Nanoelectrospray-Differential 
Mobility Spectrometry-Mass Spectrometer 
System; Daren S. Levin1; Paul Vouros1; Raanan 
Miller2; Erkinjon Nazarov2; 1Northeastern University, 
Boston , MA; 2Sionex Corporation, Bedford, MA
MOD am 10:55 Heat and Serve: Rapid Pharmacokinetics Using a 
Laser Diode Thermal Desorption (LDTD) Ion 
Source for Mass Spectrometry; Kevin P. Bateman1;
Pierre Picard2; Christophe Mellon1; Sylvain Letarte2;
1Merck Frosst, Montreal, Canada; 2Phytronix, 
Quebec, Canada
MOD am 11:15 Evaluation of a Dual-Spray Electrospray 
Ionization Source for High-Throughput 
Bioanalytical Mass Spectrometry; John S. 
Janiszewski1; Walter E. Mitchell1; Lisa Cousins2;
Reza Javahery2; 1Pfizer Inc., Groton, CT; 2Ionics 
Mass Spectrometry Group, Concord, Ontario, 
Canada
MOD am 11:35 Factors Limiting Throughput for MALDI 
Quantitation by MRM; Bradley B. Schneider1; Jay J. 
Corr1; Thomas R. Covey1; 1MDS SCIEX, Concord, 
Canada
MOD am 11:55 Evaluation of Desorption Electrospray Ionization 
(DESI) in Support of High Throughput Screening 
Assays; Michael  J. Ford1; Colleen Mcnaney1; Dieter 
Drexler1; Mark Sanders1; 1Bristol-Myers Squibb, 
Wallingford, CT
FORENSIC SCIENCE AND DETECTION 
John G. Reynolds, presiding 
MOE am 10:15 Applications of Mass Spectrometry in Forensic 
Science; Fred L. Fricke1; 1U.S. FDA, Cincinnati, OH
MOE am 10:35 Rapid Analysis of Drugs of Abuse in Oral Fluids 
by LC/MS/MS; Michael Zumwalt1; Christine 
Moore2; 1Agilent Technologies, Englewood, CO; 
2Immunalysis, Corp., Pomona, CA
MOE am 10:55 High-throughput Quantitative Analysis of 
Aflatoxin Exposure by LC/MS/MS; Robert A.  
Everley2; Frederic L.  Ciner1; Dongliang  Zhang1;
Timothy R. Croley1; 1Commonwealth of Virginia, 
Richmond, VA; 2Virginia Commonwealth University, 
Richmond, VA
MOE am 11:15 Permeation of Organophosphates in Polymeric 
Materials; Gary S. Groenewold1; Garold L. 
Gresham1; Anita K. Gianotto1; Marnie M. Cortez1;
Anthony D. Appelhans1; Mark L. Stone1; Eric S. 
Peterson1; Chris J. Orme1; 1Idaho National 
Laboratory, Idaho Falls, ID
MOE am 11:35 Desorption Electrospray Tandem Mass 
Spectrometry (DESI-MS/MS) of Chemical 
Warfare Agents from Solid Phase Microextraction 
(SPME) Fibers; Paul A. D'Agostino1; Claude L. 
Chenier1; James R. Hancock1; Carmela R. Jackson 
Lepage1; 1DRDC Suffield, Medicine Hat, Canada
MOE am 11:55 A Survey Of Surface Sampling Mass 
Spectrometric Methods For Chemical Weapons 
Forensic Analysis; Peter T.A. Reilly1; Bruce A. 
Tomkins1; Rob R.  Smith1; Wayne H. Griest1; Gary J. 
Van Berkel1; Douglas C. Duckworth1; 1Oak Ridge 
National Laboratory, Oak Ridge, Tennessee
ION MOBILITY 
David Clemmer, presiding 
MOF am 10:15 Mobilities and Melting; Colleen M.  Neal1; Anne K.  
Starace1; Martin F.  Jarrold1; 1Indiana University, 
Bloomington, IN
MOF am 10:35 Using Ion Mobility Mass Spectrometry to Measure 
Oligomer-Size Distributions and Structures for the 
Early Stages of Assembly of A&beta;; Summer L. 
Bernstein1; Nicholas Dupuis1; Thomas Wyttenbach1;
Noel Lazo2; Gal Bitan2; David B. Teplow2; Michael 
T. Bowers1; 1University of California, Santa Barbara, 
Ca; 2University of  California, Los Angeles, Ca
MOF am 10:55 Characterising a Travelling Wave-Based Ion 
Mobility Separator; Kevin Giles1; Steven D. 
Pringle1; Jason L. Wildgoose1; Robert H. Bateman1;
1Waters MS Technologies Centre, Manchester, UK
MOF am 11:15 Ion Mobility-Mass Spectrometry Analysis of Large 
Protein-Protein Complexes:  An Approach for 
Heterogeneous Systems; Brandon T. Ruotolo1; Justin 
L. P. Benesch1; Suk  Hyung1; Kevin Giles2; Robert H. 
Bateman2; Carol V. Robinson1; 1University of 
Cambridge, Cambridge, UK; 2Waters MS 
Technologies Center, Manchester, UK
MOF am 11:35 IMS-IMS and IMS-IMS-IMS/MS for Separating 
Peptide and Protein Fragment Ions; Samuel I. 
Merenbloom1; Stormy L. Koeniger1; Stephen J. 
Valentine2; Manolo D. Plasencia1; David E. 
Clemmer1; 1Indiana University, Bloomington, IN; 
2Predictive Physiology and Medicine, Bloomington, 
IN
MOF am 11:55 High-Resolution FAIMS Using New Planar 
Geometry Analyzers; Keqi Tang1; Alexandre A. 
Shvartsburg1; Fumin Li1; David C.  Prior1; Michael A. 
Buschbach1; Richard D. Smith1; 1Pacific Northwest 
National Laboratory, Richland, WA
QUANTITATION OF POLYMERS 
Tony Jackson, presiding 
MOG am 10:15 Development of NIST SRM 2881, an Absolute 
Molecular Mass Distribution Polymer Standard;
William E Wallace1; Charles M Guttman1; Kathleen 
M Flynn1; Anthony J Kearsley1; 1National Institute of 
Standards and Technology, Gaithersburg, MD
MOG am 10:35 Quantitative Analysis of Polymer End Group 
Distributions; Alyison M. Leigh1; Chrys 
Wesdemiotis1; 1The University of Akron, Akron, OH, 
USA
MOG am 10:55 Mass Spectral Analysis of Polystyrene-Based 
Polymers Generated by RAFT Polymerization;
Dmitri Zagorevski1; Mohammed J. Nasrullah1;
Vajjula  Raghunadh1; Brian C. Benicewicz1;
1Rensselaer Polytechnic Institute, Troy, NY
MOG am 11:15 The Study of Salt/Analyte Ratios for Four 
Matrices in MALDI TOFMS; William J.  Erb1;
Kevin G.  Owens1; Andrew J.  Hoteling2; 1Drexel 
University, Philadelphia, PA; 2Eastman Kodak, 
Rochester, NY
12S 54th ASMS Conference on Mass Spectrometry 
MOG am 11:35 Investigating Solvent-Free MALDI Sample 
Preparation with MS and Microscopy; Scott D. 
Hanton1; Jim R. Stets1; Todd M. McEvoy1; 1Air 
Products and Chemicals, Inc., Allentown, PA
MOG am 11:55 Proposed Modifications to MALDI-CID 
Fragmentation Mechanisms of Silver Ionized 
Polystyrene Oligomers; Michael J. Polce1; Chrys 
Wesdemiotis1; 1The University of Akron, Akron, OH
MONDAY AFTERNOON, MAY 29 
12:30 – 1:30 pm:  INTEREST GROUP MEETINGS 
1:30 – 3:00 pm:  POSTER SESSION AND EXHIBITS 
3:00 – 5:00 pm:  PARALLEL SESSIONS 
5:30 – 7:00 pm:  WORKSHOPS 
BIOMARKER EVALUATION 
Kevin I. Duffin, presiding 
MOA pm 03:00 Biomarkers for Affective Disorders; Chris W. 
Turck1; Rainer Landgraf1; Giuseppina Maccarrone1;
Claudia Ditzen1; 1Max Planck Institute of Psychiatry, 
Munich, Germany
MOA pm 03:20 Multiple Proteomics Approaches for the Discovery 
of New Biomarkers of Alzheimer's Disease;
Malcolm A Ward1; Abdul Hye2; Steve Lynham2;
James Campbell1; Helen L Byers1; Jules A 
Westbrook1; Karsten Kuhn1; Pat Sham2; Brian 
Anderton2; Simon Lovestone2; 1Proteome Sciences 
plc, London, United Kingdom; 2Institute of 
Psychiatry, London, United Kingdom
MOA pm 03:40 Using LC-SRM with Stable Isotope Dilution to 
Expedite Evaluation of Novel Peptide and Protein 
Biomarkers; Brad  Ackermann1; Mike  Berna1;
Yuejun  Zhen1; Tomoyuki  Oe1; Chris  Schmalz1; 1Eli
Lilly and Company, Greenfield, IN
MOA pm 04:00 Quantitative Verification of Cardiac Markers in 
Human Plasma by Isotope Dilution Mass 
Spectrometry and High-resolution SRM (hSRM);
Tori Richmond1; Mark Harrison1; Leo Bonilla1;
1Thermo BRIMS Center, Cambridge, MA
MOA pm 04:20 Histones as Biomarkers in Chronic Lymphocytic 
Leukemia; Xiaodan Su1; David E.  Lucas1; Liwen  
Zhang1; Melanie E. Davis1; Amy R.  Knapp1; Mark R. 
Parthun1; Guido  Marcucci1; Michael R. Grever1; John 
C.  Byrd1; Michael A. Freitas1; 1The Ohio State 
University, Columbus, OH
MOA pm 04:40 The Search for Biomarkers of Mammary Tumors: 
New Insights from the Proteomics of Infiltrating 
Ductal Carcinoma; Lambert C Ngoka1; 1Virginia 
Commonwealth University, Richmond, VA
POSTTRANSLATIONAL MODIFICATIONS BEYOND 
PHOSPHORYLATION 
Roman Zubarev, presiding 
MOB pm 03:00 Selective Detection and Quantitation of Protein 
Arginine and Lysine Methylation by NanoLC-
MS/MS; Manuel Tzouros1; Albert J. R. Heck1; Jeroen 
Krijgsveld1; 1Utrecht University, Utrecht, The 
Netherlands
MOB pm 03:20 Top-Down MS Characterization of GlnK, GlnB 
Protein Uridylylation in Response to Nitrogen 
Availability for Rhodopseudomonas palustris;
Robert L Hettich1; Heather Connelly1; Vilmos 
Kertesz1; Tse Yuan1; Patricia Lankford1; Dale 
Pelletier1; 1Oak Ridge National Lab, Oak Ridge, TN
MOB pm 03:40 Characterization of Glycosylation of Membrane 
Receptors at Low Levels Using Extended Range 
Proteomic Analysis (ERPA); Tomas Rejtar1;
Lingyun Li1; Shujia Dai1; Jeongkwon Kim1; Jian Min 
Ren1; Victor Andreev1; Shiaw-Lin Wu1; Barry L. 
Karger1; 1Northeastern University, Boston, MA
MOB pm 04:00 Breaking the Histone Code: Analyzing the 
Interdependence of Acetylation and Methylation 
on Histone H3 Using Electron Transfer 
Dissociation (ETD); Beatrix M Ueberheide1; Sean D 
Taverna1; C David  Allis1; Jeffrey Shabanowitz2;
Donald F Hunt2; 1Rockefeller University, New York, 
NY; 2University of Virginia, Charlottesville, VA
MOB pm 04:20 Discovery of Novel and Unexpected Modifications 
by ModifiComb: the Case of Glu-Methylation in 
Human Cells; Michael L. Nielsen1; Mikhail M. 
Savitski1; Roman A. Zubarev1; 1Biological and 
Medical Mass Spectrometry, Uppsala, Sweden
MOB pm 04:40 Comparative Analysis of Post-Translational 
Modifications in Young and Aged Lens: Does 
Deamidation Contribute to Crystallin 
Insolubility?; Phillip A. Wilmarth1; Stephen Tanner2;
Surendra Dasari1; Michael A. Riviere1; Vineet Bafna2;
Pavel A. Pevzner2; Larry L. David1; 1Oregon Health 
& Science University, Portland, OR; 2University of 
California, San Diego, La Jolla, CA
TIME-OF-FLIGHT INSTRUMENTATION 
John B. Hoyes, presiding 
MOC pm 03:00 A Method to Increase the Duty Cycle of an 
Orthogonal Acceleration Time-of-Flight Mass 
Spectrometer; Robert H Bateman1; Kevin Giles1;
Steven D Pringle1; Jason L Wildgoose1; 1Waters MS 
Technologies Centre, Manchester, UK
MOC pm 03:20 Distance-of-Flight MS – Exploratory 
Implementation in a Q/oTOF Mass Spectrometer;
Christie  Enke1; Gareth Dobson1; 1University of New 
Mexico, Albuquerque, NM
MOC pm 03:40 Space Charge Effects in Multireflecting Time-of-
Flight Mass Spectrometer; Boris Kozlov1; Michail 
Gavrik1; Yurii Hasin1; Sergei Kirillov1; Andrei 
Monakhov1; Andrei Trufanov1; Michail Yavor1;
Anatolii Verentchikov1; 1Institute for Analytical 
Instrumentation, St. Petersburg, Russia
MOC pm 04:00 Multiplex Data Acquisition in Multiple Time-
Dispersive Separation Dimensions; John A. 
McLean1; David H. Russell1; 1Texas A&M University, 
College Station, TX
MOC pm 04:20 Development of a Novel High-Performance 
MALDI-TOF Mass Spectrometer with Spiral Ion 
Trajectory; Takaya Satoh1; Takafumi Sato1; Susumu 
Fujimaki1; Junichi Osuga1; Akihiko Kusai1; J. 
Douglas Meinhart2; Jun Tamura1; 1JEOL Ltd., 
Akishima, Tokyo, Japan; 2JEOL USA, Inc., Peabody, 
MA
MOC pm 04:40 A New Class of Robust Sub-Nanosecond TOF 
Detectors with High Dynamic Range; Dick  
Stresau1; Kevin Hunter1; Wayne Sheils1; Peter 
Raffin1; Yair Benari1; 1ETP Electron Multipliers, 
Ermington, Australia
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PROTEIN LIGAND COMPLEXES 
Amina S. Woods, presiding 
MOD pm 03:00 Assembling Protein Specificity through Peptidic 
Contacts by ESI-MS:  Integrins and the RGD 
Motif; Kevin A Schug1; Misjudeen Raji1; Jung-Mo 
Ahn2; 1U.T.-Arlington, Arlington, TX; 2U.T.-Dallas, 
Richardson, TX
MOD pm 03:20 Mass Spectrometry and ECD of Noncovalent 
Alpha-Synuclein Ligand Complexes; Yongming 
Xie1; Sheng Yin1; Joseph A. Loo1; 1University of 
California-Los Angeles, Los Angeles, CA
MOD pm 03:40 Phosphate and the Stabilization of Receptor-
Receptor and Receptor-Ligand Interactions;
Shelley N Jackson1; Hay-Yan J Wang1; Amina S 
Woods1; Alfred Yergey2; 1NIDA IRP, NIH, Baltimore, 
MD; 2LCMB, NICHD, NIH, Bethesda, MD
MOD pm 04:00 Protein-Carbohyrate Complexes:  Effects of 
Protein Dimerization upon Carbohydrate Ligand 
Binding; Julie A.  Leary1; Yonhao Yu1; Matthew  
Schenauer1; Matthew Sweeney1; 1University of 
California, Davis, CA
MOD pm 04:20 An Accurate Mass Measurement Approach for 
Heterogeneous Protein Assemblies – Application to 
Intact Bacterial Ribosomes; Adam R.C. McKay1;
Brandon T. Ruotolo1; Carol V. Robinson1; 1University 
of Cambridge, Cambridge, UK
MOD pm 04:40 Study of Non-Covalent Interaction between 
Odorant Binding Protein and Ligands by Nano-
Electrospray Mass Spectrometry; Sandra Alves1;
Arul Marie2; Lionel  Tcatchoff3; Jean Claude  
Pernollet3; Jean Claude  Tabet1; 1Université Pierre et 
Marie Curie, Paris, France; 2Museum National 
d’Histoire Naturelle, Paris, France; 3Biochimie et 
Structure des Protéines, INRA 477, Jouy-en-Josas, 
France
FORENSICS AND CLINICAL INVESTIGATIONS OF 
MICROORGANISMS 
Danielle Dickinson, presiding 
MOE pm 03:00 Non-Traditional Signatures in Biological 
Forensics; Karen L. Wahl1; Kristin H.  Jarman1; John 
B. Cliff1; Nancy B. Valentine1; David S. Wunschel1;
Joel Forrester1; Timothy J. Johnson1; Helen  Kreuzer1;
Catherine E. Petersen1; Heather C. Edberg1; Scott 
Lea1; Orville T. Farmer1; May-Lin Thomas1; Dan 
Gaspar1; 1Pacific Northwest National Laboratory, 
Richland, WA
MOE pm 03:20 Intact Protein Analysis of Bacterial Extracts as a 
Means of Achieving Strain Level Typing; Tracie L 
Williams1; Denis  Andrzejewski1; Rebecca L Bell1;
Steven M Musser1; 1Center for Food Safety and 
Applied Nutrition, FDA, College Park, MD
MOE pm 03:40 Multiplexed Analysis of Genetic Biomarkers for 
Forensic Analysis and Pathogen Fingerprinting: 
Deployment of Mass Spectrometry-Based 
Signature Detection; Steven A. Hofstadler1; James 
C. Hannis1; Jared J. Drader1; Jose Gutierrez1; Jose 
Gutierrez1; Abel Gutierrez1; Amy Schink1; Matthew 
Van Ert2; David M. Wagner2; Joseph Busch2; James 
Schupp2; Paul Keim2; Kristin A. Sannes-Lowery1;
David Ecker1; Ranga Sampath1; Mark W. Eshoo1;
1Ibis Division of Isis Pharmaceuticals, Carlsbad, CA; 
2Northern Arizona University, Flagstaff, AZ
MOE pm 04:00 Classification and Identification of Microbial 
Agents Based on Proteogenomic Similarities 
Revealed by Mining of Proteomics Data; Jacek P.  
Dworzanski1; Danielle N. Dickinson2; Samir V. 
Deshpande3; Brian A. Eckenrode4; Charles H. Wick5;
1SAIC, Aberdeen Proving Ground, MD; 2Oak Ridge 
Institute for Science and Education, Oak Ridge, TN; 
3Science and Technology Corporation, Edgewood, 
MD; 4FBI Counterterrorism and Forensic Science 
Research, Quantico, VA; 5U.S. Army Edgewood 
Chemical Biological Center, Aberdeen Proving 
Ground, MD
MOE pm 04:20 Following the Metabolic and Morphological 
Changes of Individual Bacillus Atrophaeus Cells 
during the Sporulation Process Using Bioaerosol 
Mass Spectrometry; Herbert J. Tobias1; Maurice  
Pitesky1; David P.  Fergenson1; Paul T. Steele1;
Joanne Horn1; Matthias Frank1; Eric E. Gard1;
1Lawrence Livermore National Lab, Livermore, CA
MOE pm 04:40 Development and Validation of MS Methods for 
Diagnosis of Anthrax Infection and the 
Quantification of Anthrax Toxins; John R. Barr1;
Anne E. Boyer1; James L. Pirkle1; Conrad P. Quinn1;
1Centers for Disease Control and Prevention, Atlanta, 
GA
FTMS:  INSTRUMENTATION 
Julia Laskin, presiding 
MOF pm 03:00 High-Field Fourier Transform Ion Cyclotron 
Resonance Mass Spectrometry: Ultrahigh Mass 
Resolving Power, Mass Accuracy, Speed, and 
Dynamic Range; Christopher L. Hendrickson1; Greg 
T. Blakney1; John P. Quinn1; Tanner M. Schaub1;
Alan G. Marshall1; 1National High Magnetic Field 
Laboratory, Tallahassee, FL
MOF pm 03:20 It's All About the Fields; James E. Bruce1; Saiful 
Chowdhury1; Nathan K. Kaiser1; Xiaoting Tang1; Si 
Wu1; Wei Yi1; Kai Zhang1; 1Washington State 
University, Pullman, WA
MOF pm 03:40 Theory and Practice of the Orbitrap Mass 
Analyzer; Alexander A. Makarov1; 1Thermo Electron 
(Bremen) GmbH, Bremen, Germany
MOF pm 04:00 Development of a Novel Laser-Induced Acoustic 
Desorption (LIAD) "Fiberless" Probe Coupled 
with a Fourier-Transform Ion Cyclotron 
Resonance Mass Spectrometer; Ryan C Shea1;
Putuma Gqamana1; Linan Yang1; Hilkka I 
Kenttämaa1; 1Purdue University, West Lafayette, IN
MOF pm 04:20 Current Progress in Supercomputer Modeling of 
Ion Clouds Behavior in FT ICR Cells; Eugene N. 
Nikolaev1; Ron M.A.  Heeren2; Alexander M.  
Popov3; Alexander  V Pozdneev3; Konstantin S  
Chingin1; Marija S.  Sharova3; Wojciech  
Burakiewicz2; 1The Institute for Energy Problems of 
Chem.Physics, Moscow, Russia; 2FOM Institute for 
Atomic and Molecular Physics, Amsterdam, 
Netherlands; 3Moscow State University, Moscow, 
Russia
MOF pm 04:40 Estimating Relative Isoaspartyl/Aspartyl 
Abundances Using ECD; Jason Cournoyer1; Peter 
O'Connor1; 1Boston University School of Medicine, 
Bosotn, MA
ANALYSIS OF POLYMER MIXTURES 
Chrys Wesdemiotis, presiding 
MOG pm 03:00 Desorption Electrospray Ionisation (DESI) Mass 
Spectrometry and Tandem Mass Spectrometry of 
Low Molecular Weight Synthetic Polymers;
Anthony T. Jackson1; Jonathan P. Williams2; James 
H. Scrivens2; 1ICI Measurement Science Group, 
Redcar, UK; 2University of Warwick, Coventry, UK
